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SibEnzyme"

Buffers
Cat # Buffer Contents x1

B001 B: 10 mM Tris-HCI (pH 7.6 at 25° C); 10 mM MgCly; 1 mM DTT.

B002 G: 10 mM Tris-HCI (pH 7.6 at 25° C); 10 mM MgCl,; 50 mM NaCl; 1 mM DTT.

B003 0: 50 mM Tris-HCI (pH 7.6 at 25° C); 10 mM MgCly; 100 mM NaCl; | mM DTT.

B004 w: 10 mM Tris-HCI (pH 8.5 at 25° C); 10 mM MgCly; 100 mM NaCl; | mM DTT.

B00S Y: 33 mM Tris- acetate (pH 7.9 at 25° C); 10 mM magnesium acetate;

66 mM potassium acetate; ] mM DTT.

B006 2W: 20 mM Tris-HCI (pH 8.5 at 25° C); 10 mM MgCl,; 200 mM NaCl; 1 mM DTT.

B007 K: 10 mM Tris-HCI (pH 7.6 at 25° C); 10 mM MgCl,; 100 mM KCI; 1 mM DTT.

B008 2K: 10 mM Tris-HCI (pH 7.6 at 25° C); 10 mM MgCl,; 200 mM KCI; 1 mM DTT.

B010 Absl: 10 mM Tris-HCI (pH 9.0 at 25° C); 10 mM MgCl,; 50 mM KCI; 1 mM DTT.

BO011 EcoRI: 100 mM Tris-HCI (pH 7.6 at 25° C); 10 mM MgCl,; 50 mM NaCl; 1 mM DTT.

B012 BisI 10 mM Tris-HCI (pH 9.0 at 25° C); 10 mM MgCl,; 150 mM KCI; 1 mM DTT.

Bo014 Glal: 10 mM Tris-HCI (pH 8.5 at 25° C); 5 mM MgCl,; 10 mM NaCl;

1 mM 2- mercaptoethanol.

B015 Glul 10 mM Tris-HCI (pH 9.0 at 25° C); 7,5 mM MgCl,; 75 mM NaCl;
1 mM 2- mercaptoethanol.

B016 Mall 20 mM Tris-HCI (pH 9.0 at 25° C); 10 mM MgCly; 150 mM NaCl; | mM DTT.

B017 N-Bst9l: 10 mM Tris-HCI (pH 8.5 at 25° C); 10 mM MgCl,; 150 mM KCI; 1 mM DTT.

B018 Rigl: 10 mM Tris-HCI (pH 8.5 at 25° C); 5 mM MgCl,; | mM DTT

B301 T4-Polynucleotide Kinase: 50 mM Tris-HCI (pH 7.6 at 25°C); 10 mM MgCly; 5 mM DTT.

B302 T4-DNA Ligase: 50 mM Tris-HCI (pH 7.8 at 25°C); 10 mM MgCl,;10 mM DTT; 1 mM ATP.
Storage conditions: by small portions avoiding repeated defrosting to prevent ATP
decomposition.

B303 T4-RNA Ligase: 50 mM Tris-HCI (pH 7.8 at 25°C); 10 mM MgCl,; 10 mM DTT; 1 mM ATP.

B304 DNA polymerase I E.coli 50 mM Tris-HCI (pH 7.6 at 25°C); 10 mM MgCl,; 5 mM DTT.

(Klenow Fragment):

B309 Hot Start Taqg DNA- 67 mM Tris-HCI (pH 8.8 at 25 C), 16.6 mM (NH,),S04, 0.01 % Tween-20.

polymerase: Supplementary material is 50 mM MgCl,.

B310 Pfu DNA- polymerase: 20 mM Tris-HCI (pH 8.8 at 25° C), 10 mM KCI, 10 mM (NH,),SO,, 2 mM MgSO.,
0.1% Triton X-100.

B321 AS (Ammonium Sulfate): 67 mM Tris-HCI (pH 8.8 at 25 C), 16.6 mM (NH,4),SO,, 0.01 % Tween-20.
Supplementary material is 50 mM MgCl,.

B305 Taq-DNA- polymerase , 60 mM Tris-HCI (pH 8.5 at 25°C); 1.5 mM MgCl,; 25 mM KCl,;

TaqSE-DNA- polymerase: 10 mM 2- mercaptoethanol; 0.1% Triton X-100.
B306 Taq-DNA- polymerase 60 mM Tris-HCI (pH 8.5 at 25°C); 25 mM KCIl; 10 mM 2- mercaptoethanol;
(Mg — free): 0.1% Triton X-100.

B311 T4- DNA- polymerase: 67 mM Tris-HCI (pH 8.8 at 25°C); 6.7 mM MgCl,; 16.7 mM (NH,4),SO,4; 1 mM DTT.

B319 T7- RNA- polymerase: 50 mM Tris-HCI (pH 7.5 at 25°C); 6 mM MgCly; 10 mM DTT; 2 mM
spermidine.

B312 M-MuLV reverse 50 mM Tris-HCI (pH 8.3 at 25°C); 75 mM KCI; 3 mM MgCl,, 10 mM DTT.

transcriptase

B313 Inorganic pyrophosphatase | 50 mM Tris-HCI (pH 8.5 at 25° C); 1 mM MgCl,

B314 BAL-31 nuclease: 20 MM Tris-HCI (pH 8.0 at 25°C); 600 mM NaCl; 12 mM CaCly; 12 mM MgCl,;
1 mM EDTA.

B315 Mung Bean nuclease 50 mM sodium acetate; 30 mM NaCl; 1 mM ZnSO,; (pH 5.0 at 25°C).

p

B316 Exonuclease I1I: 50 mM Tris-HCI (pH 7.6 at 25°C); 1 mM MgCl,.

B317 Endonuclease I 20 mM Glycin -NaOH (pH 9.5 at 25° C); 25 mM MgCl,; 100mM NaCl;
1 mM 2- mercaptoethanol.

B318 Uracil- DNA-glycosylase: 20 mM Tris-HCI (pH 8.0 at 25° C); | mM EDTA; 1 mM DTT.

B003 Alkaline phosphatase: 50 mM Tris-HCI (pH 7.6 at 25° C); 10 mM MgCl,; 100 mM NaCl; 1 mM DTT.

B100 A (Storage and dilution 10 mM Tris-HCI (pH 7.6 at 25° C); 50 mM KCI; 0,1 mM EDTA; 200 pg/ml BSA;

buffer) : 1 mM DTT; 50% glycerol.

B307 MgCl,, 50 mM water solution | 50 mM MgCl,; 500 pl

B101 BSA (for Restrictases) 10 mg/ml BSA. ; 500 pl
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SE Buffer Activity Chart for Restriction Enzymes

Enzyme | pecognition sequence BSf]?e . | BSA = ‘l“t“éty ('|'/° froom TaXl&umﬁ . Optt’lgltéum ::11:;:)]1‘1,1&}:11
Aat II GACGT~C Y - 10-25  25-50 10-25  25-50 100 37 65°C
Abs I CCN"TCGAGG * - 75-100 10-25 0 50-75 0-10 37 65°C
Accl6 1 TGCAGCA W - 50-75 75-100 25-50 100 75-100 37 65°C
Acc361 ACCTGC(4/8) Y - 25-50  25-50 50-75  50-75 100 37 65°C
Acc65 1 G GTACC W - 10-25  25-50 75-100 100 10-25 37 65°C
AccBI11 G "GYRCC K + 50-75 10-25 10-25 75-100 50-75 37 65°C
AccB71 CCANNNNANTGG G - 10-25 100 25-50  50-75  50-75 37 65°C
AccBS 1 GAG"CGG Y - 75-100 75-100 25-50  25-50 100 37 65°C
Acl 1 AANCGTT Y 4 0-10 0-10 0-10 0-10 100 37 65°C
AclW 1 GGATC(4/5) Y + 75-100  50-75 0-10 0-10 100 37 65°C
Aco ] Y GGCCR G - 50-75 100 50-75  25-50 75-100 37 65°C
Acs 1 RM"AATTY W + 25-50 50-75 50-75 100 10-25 50 80°C
Acul CTGAAG(16/14) Y+SAM 4 25-50  50-75  50-75 75-100 100 37 65°C
Afel AGCMGCT Y - 10-25  25-50 75-100 75-100 100 37 65°C
Ags 1 TTSNAA Y + 75-100  50-75 10-25 10-25 100 37 65°C
Ahl I ANCTAGT B + 100 75-100 25-50 25-50  75-100 37 No
Ajn1 "CCWGG Y - 25-50 10-25 10-25  25-50 100 55 65°C
Alul AG”CT Y - 75-100 75-100 10-25 50-75 100 37 65°C
AluB 1 AG"CT B 4 100 75-100 10-25 10-25 75-100 37 65°C
Ama87 1 Cr"YCGRG w + 10-25 50-75  75-100 100 0-10 37 65°C
Apal GGGCCrC Y 4 50-75  25-50 0-10 0-10 100 37 65°C
Ars | (8/13)GAC(N)sTTYG(11/6) Y + 0 0 0 0 100 30 65°C
AsiG 1 ANCCGGT O - 10-25  25-50 100 75-100 10-25 37 65°C
AsiS 1 GCGATACGC B - 100 75-100  0-10 10-25  25-50 37 80°C
AspA2 1 CrCTAGG W 4 10-25  50-75 75-100 100 75-100 37 80°C
AspLE I GCG"C (6] - 0-25  75-100 100 50-75  25-50 37 80°C
AspS9 1 G"GNCC W - 50-75  50-75 75-100 100 50-75 37 65°C
AsuC2 1 CCASGG Y - 75-100 50-75 10-25  25-50 100 37 65°C
AsuHP I GGTGA(8/7) O - 10-25  50-75 100 75-100 25-50 37 65°C
AsuNH I G"CTAGC Y + 75-100  50-75 0-10 0-10 100 37 65°C
BamH I G "GATCC G 4 25-50 100 75-100 75-100 25-50 37 65°C
Bar (112)GAAG(N)TAC(12/7) 2K - 0 0-10  25-50 50-75  10-25 37 65°C
Bbv12 1 GWGCW/C O - 0-10 10-25 100 75-100 10-25 37 80°C
Bgl 1 GCCNNNNANGGC 2W - 50-75  50-75 0-10  75-100 25-50 37 65°C
Bgl II ANGATCT O - 0-10 10-25 100 25-50 10-25 37 80°C
Bis 1 G(5SmC)"NGC * - 10-25  25-50 50-75 75-100 50-75 37 65°C
Bls1 G(SmC)N*GC W - 10-25 10-25  50-75 100 75-100 30 65°C
Bmel8 I G"GWCC (6] - 10-25  25-50 100 75-100 10-25 37 65°C
Bmt I GCTAG"C W - 10-25  50-75  50-75 100 75-100 37 65°C
Bmul ACTGGG(5/4) Y - 75-100 75-100 25-50 50-75 100 37 65°C
Bpm I CTGGAG(16/14) W 4 25-50  50-75 75-100 100 50-75 37 65°C
BpulO1 CCN"TNAGC K - 10-25  25-50  50-75 50-75  25-50 37 80°C
Bpul4 I TTA"CGAA G - 50-75 100 25-50  25-50 75-100 37 65°C
Bsa29 1 AT CGAT G + 25-50 100 50-75 50-75  75-100 37 65°C
Bsc4 1 CCNNNNNANNGG W 4 75-100 75-100 50-75 100 25-50 55 80°C
Bsel 1 ACTGG(1/-1) Y - 75-100 75-100 25-50 10-25 100 65 80°C
Bsell8 1 RACCGGY O - 0-10 50-75 100 75-100 25-50 65 80°C
Bse21 1 CCM"TNAGG Y - 50-75  50-75 10-25  25-50 100 37 80°C
Bse3D I GCAATG(2/0) G - 10-25 100 25-50  50-75 75-100 60 80°C
Bse8 1 GATNNANNATC G - 25-50 100 75-100 75-100 50-75 60 80°C
BseP 1 G"CGCGC G - 50-75 100 75-100  50-75  50-75 50 65°C
BseX3 1 Cr"GGCCG O - 10-25  25-50 100 50-75 10-25 50 80°C
BsIF I GGGAC(10/14) Y + 25-50  25-50 10-25  25-50 100 37 80°C
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Bso311 GGTCTC(1/5) (0] + 25-50  75-100 100 75-100  25-50 55 80°C
Bspl31 TA"CCGGA 2K - 25-50  50-75 75-100 50-75 0-10 50 65°C
Bspl7201 GCA"TNAGC G - 50-75 100 50-75  50-75  75-100 37 80°C
Bspl91 C*"CATGG 2W + 0-10 10-25 50-75  75-100  10-25 37 65°C
* - supplied with its own unique reaction buffer that is different from the five standard SE-Buffers.
SE Buffer Activity Chart for Restriction Enzymes

’ Enzyme ’ Recognition sequence Bl?ger BSA B Actthy (% |fr0% ma|x1m‘|{]m) Y Op ttl’lglcu m {::f:;(t)l::g
BspACI CCGC(-3/-1) (0) s 10-25 25-50 100  75-100 10-25 37 65°C
BspFNI CG"CG Y - 50-75 75-100  75-100 50-75 100 37 65°C
BssECI  CA"CNNGG Y - 50-75 50-75 50-75 75-100 100 60 80°C
BssNAT GTAMTAC w + 50-75 50-75 75-100 100  75-100 37 No
BssT1 I C"CWWGG 2K - 10-25 25-50 25-50 75-100 10-25 60 80°C
Bst2B 1 CTCGTG(-5/-1) Y + 75-100 25-50 10-25  25-50 100 60 80°C
Bst2U I CC*"WGG G 4 75-100 100 50-75 50-75 10-25 60 80°C
Bst4C 1 ACNAGT Y - 75-100 75-100 10-25  25-50 100 65 80°C
Bst6 I CTCTTC(1/4) Y + 75-100 75-100 50-75 75-100 100 65 80°C
BstACI  GRMCGYC W - 75-100 75-100 50-75 100 75-100 37 80°C
BstAF I C "TTAAG W 4 10-25 25-50 75-100 100 25-50 55 80°C
BstAP I GCANNNNANTGC w 25-50 25-50 75-100 100 25-50 60 80°C
BstAUI T~GTACA W - 10-25 50-75 25-50 100 25-50 37 80°C
BstBAI YAC*GTR w + 25-50 25-50 75-100 100 25-50 65 80°C
BstC8 I GCNANGC Y - 10-25 25-50 50-75  75-100 100 55 80°C
BstDEI CA"TNAG G - 75-100 100 25-50 50-75 10-25 60 80°C
BstDSI  C*CRYGG Y - 0-10 75-100 50-75  25-50 100 65 80°C
BstENI  CCTNN"NNNAGG Y - 50-75 50-75 25-50  25-50 100 65 80°C
BstF5 1 GGATG(2/0) Y = 75-100 50-75 25-50 50-75 100 65 80°C
BstFN I CGMCG Y - 75-100 50-75 25-50  25-50 100 60 80°C
BstH2 I RGCGCrY Y 4 50-75 50-75 0-10  10-25 100 65 80°C
BstHHI GCG"C Y + 75-100 50-75 25-50  50-75 100 50 No
BstKTI GAT”C W = 25-50 50-75 75-100 100 50-75 37 65°C
BstMAT GTCTC(1/5) w + 25-50 50-75 50-75 100 75-100 55 65°C
BstMBI ~GATC (@) - 10-25 25-50 100  75-100 10-25 65 80°C
BstMCI CGRYMCG B + 100 75-100 10-25 10-25 50-75 50 80°C
BstMW 1 GCNNNNNANNGC Y - 10-25 25-50 25-50  50-75 100 55 80°C
BstNSI  RCATG"Y B + 100 50-75 10-25  10-25 75-100 37 65°C
BstPAT  GACNNANNGTC Y - 50-75 25-50 50-75  50-75 100 65 No
BstSC 1 *CCNGG Y 50-75 50-75 50-75  50-75 100 55 80°C
BstSF 1 C"TRYAG (0) 4 75-100 25-50 100 50-75  50-75 60 No
BstSL I GKGCM™C G + 50-75 100 50-75 75-100 75-100 55 65°C
BstSNI  TACAGTA B = 100 50-75 0-10 10-25 50-75 37 80°C
BstV1I GCAGC(8/12) G - 75-100 100 75-100 75-100 75-100 55 80°C
BstV2 1 GAAGAC(2/6) Y 4 75-100 75-100 25-50  25-50 100 55 65°C
BstX I CCANNNNNANTGG (0] - 10-25 10-25 100  75-100 25-50 37 65°C
BstX2 1 R*"GATCY G - 75-100 100 0-10 10-25  25-50 60 80°C
BsuR 1 GG*CC G - 75-100 100 25-50  50-75  50-75 37 80°C
Btr I CACGTC(-3/-3) (0) s 75-100 75-100 100  75-100 75-100 60 80°C
Ceil TACATGA w + 0-10 10-25 25-50 100  75-100 55 80°C
CciN I GCMGGCCGC Y - 25-50 50-75 75-100 75-100 100 37 65°C
Dral TTT AAA G + 75-100 100 25-50 75-100 75-100 37 65°C
Dra II1 CACNNN"GTG 2K + 25-50 50-75 75-100 75-100 50-75 37 65°C
Dril GACNNNANNGTC Y - 75-100 75-100 10-25  10-25 100 37 65°C
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DseD I GACNNNN"NNGTC Y + 75-100 75-100 25-50 50-75 100 37 80°C
EcolCRI GAG”CTC G + 75-100 100 0-10 0-10  75-100 37 65°C
EcoR I GM"AATTC & + 50-75 75-100  75-100 100 50-75 37 65°C
EcoRV  GAT?ATC w + 0-10 25-50 50-75 100 25-50 37 80°C
Ege | GGCrGCC B s 100 75-100 10-25 50-75 75-100 37 65°C
Erh I C"CWWGG 2W + 10-25 25-50 25-50 75-100 10-25 37 65°C
Fae ] CATG" Y 4 25-50 50-75 10-25 10-25 100 37 65°C
Fail YA*TR B - 100 50-75 10-25  25-50  25-50 50 80°C
Fal I (8/13)AAG(N)sCTT(13/8) W+SAM - 0-10 25-50 75-100 100 50-75 37 65°C
Fat1 "CATG G - 10-25 100 25-50 10-25 50-75 55 65°C
Fau I CCCGC(4/6) B - 100 25-50 0-10 0-10  50-75 55 65°C
FauNDI CA*TATG Y + 50-75 75-100 10-25  50-75 100 37 65°C
Fbl I GT"MKAC Y - 50-75 75-100 0-10  50-75 100 55 80°C
Fok I GGATG(9/13) Y - 50-75 50-75 25-50  25-50 100 37 65°C
FriO I GRGCY"C Y s 75-100 75-100 10-25  0-10 100 37 65°C
FspdHI  GCANGC Y - 50-75 75-100 10-25  25-50 100 37 65°C
* - supplied with its own unique reaction buffer that is different from the five standard SE-Buffers.
SE Buffer Activity Chart for Restriction Enzymes

Enzyme Recognition sequence Bsge - BSA B A|théty (0|A’ fr((;m ITaXI\I{,mml) Y Op::f;‘éum {)11112:5:)11‘1712::11
Glal G(5mC)* G(5mC) & - 75-100 75-100 75-100 75-100 90-100 30 65°C
Glul (SmC)G(SmC)*"NG(5mC) * - 75-100 75-100 75-100 75-100 75-100 37 65°C
Gsal CCCAG"C W s 10-25  25-50 75-100 100  75-100 70 No
Hae III GGrCC G - 75-100 100 25-50  50-75  50-75 37 80°C
Hgal GACGC(5/10) B - 100 75-100 10-25  25-50  50-75 37 65°C
Hind 1T GTY"RAC G + 75-100 100 25-50  25-50  75-100 37 65°C
Hind III AMAGCTT W + 10-25  25-50 0-10 100 0-10 37 80°C
Hinf1 G*ANTC o - 25-50  75-100 100 75-100 75-100 37 80°C
Hpal GTTM"AAC Y - 0-10 50-75  10-25  25-50 100 37 65°C
Hpa II CrCGG B - 100 50-75  10-25  25-50  50-75 37 80°C
HspA I G*CGC Y - 50-75  50-75 25-50  25-50 100 37 80°C
Kpn I GGTACMC B + 100 25-50  25-50  25-50 75-100 37 80°C
Ksp22 1 TAGATCA 2K s 50-75 100 50-75  50-75  25-50 37 65°C
Kzo9 1 "GATC G - 50-75 100 50-75  50-75  50-75 37 65°C
Mab I ANCCWGGT W + 25-50  50-75 75-100 100 50-75 37 65°C
Mal I G(mA)"TC * - 25-50  25-50 50-75 75-100 50-75 37 65°C
Mbo II GAAGA(8/7) Y = 75-100 75-100 25-50  50-75 100 37 65°C
Mfe I CrAATTG B + 100 75-100 10-25  25-50 75-100 37 80°C
Mhl I GDGCH"C W - 10-25  25-50 75-100 100 10-25 37 80°C
Mlu I ANCGCGT ¢ - 0-10 10-25 100 25-50  10-25 37 65°C
Mly1131 GG*CGCC B = 100 25-50 1025 10-25 50-75 37 65°C
Mnl I CCTC(7/6) G + 75-100 100 25-50  25-50 75-100 37 65°C
MroN I GMCCGGC B - 100 50-75  10-25 0-10 10-25 37 80°C
MroX I GAANNANNTTC AW - 50-75  50-75  50-75 100 25-50 37 65°C
Msp I C*"CGG B - 100 75-100 50-75 75-100 75-100 37 65°C
Msp20 1 TGG"CCA w + 50-75  50-75  25-50 100 50-75 37 65°C
MspAll CMG"CKG Y - 10-25 75-100 10-25  25-50 100 37 65°C
MspR91 CCNGG O - 50-75  50-75 100 50-75  75-100 37 80°C
Nru I TCG"CGA W - 0-10 10-25 75-100 100 10-25 37 80°C
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PalA 1 GG*CGCGCC Y - 25-50  10-25 0 0 100 37 65°C
Pce I AGG"CCT Y - 75-100 75-100 50-75  25-50 100 50 80°C
Pcil ANCATGT o - 50-75  75-100 100  75-100 50-75 37 65°C
PciS 1 GCTCTTC(1/4) B - 100 50-75 0-10 0-10  75-100 37 65°C
Pct1 GAATGC(1/-1) o - 25-50  50-75 100 75-100 10-25 37 65°C
Plel9 1 CGAT"CG Y - 75-100 75-100 25-50  25-50 100 37 65°C
Pps1 GAGTC(4/5) Y + 50-75  10-25 0-10 25-50 100 37 65°C
Psi I TTATAA B - 100 25-50 10-25  25-50 75-100 37 65°C
Psp124B1 GAGCTAC G - 75-100 100 10-25 0-10  75-100 37 80°C
Psp6l "CCWGG B - 100 50-75 10-25 25-50 75-100 55 80°C
PspC1 CACMNGTG B + 100 50-75 0 0 50-75 37 65°C
PspE I G "GTNACC B - 100 50-75 25-50 50-75  50-75 37 65°C
PspL 1 Cr"GTACG Y + 75-100 75-100 25-50  10-25 100 37 65°C
PspN4 1 GGN”ANCC Y - 10-25  10-25 10-25  25-50 100 37 65°C
PspOMI G*"GGCCC Y - 75-100  10-25 0-10 0-10 100 37 65°C
PspPP I RG"GWCCY Y * 50-75  25-50 10-25 10-25 100 37 65°C
PspX I VCr"TCGAGB Y + 50-75  50-75  25-50  75-100 100 37 80°C
Psr1 (7712)GAAC(N)sTAC(12/7) Y + 10-25  10-25 0 0-10 100 30 65°C
Pst1 CTGCA"G o + 10-25  25-50 100 25-50  25-50 37 80°C
Pvu II CAG CTG G = 25-50 100 25-50  25-50  25-50 37 80°C
Rgal GCGATACGC Y - 75-100  50-75  10-25  25-50 100 55 80°C
Rig I GGCCGG"CC & + 75-100 50-75 0-10 10-25  50-75 37 65°C
Rsal GT"AC B - 100 50-75 0-10 50-75  75-100 37 80°C
RsaN I G TAC B - 100  75-100 50-75 50-75 75-100 37 80°C
Rsr2 1 CG"GWCCG Y + 50-75  75-100  0-10 10-25 100 37 65°C
Sal I G "TCGAC o - 0-10 10-25 100 25-50 0-10 37 65°C
Sbf 1 CCTGCA"GG Y - 75-100  50-75 0-10 0-10 100 37 80°C
Set I ASST” Y - 25-50  25-50 75-100 75-100 100 55 80°C
SfaN I GCATC(5/9) o - 10-25  25-50 100  75-100 0-10 37 80°C
Sfil GGCCNNNNANGGCC G * 75-100 100 25-50  25-50  25-50 50 65°C
* - supplied with its own unique reaction buffer that is different from the five standard SE-Buffers.
SE Buffer Activity Chart for Restriction Enzymes
Enzyme Recognition sequence | Bl?ger BSA B ‘?Ct“’(‘;ty (% fr((;m maxn\n;/luml) < Opz{]‘léum {)111:;31;12:;1

Str2741  C"TCGAG B - 100  75-100 50-75 50-75 75-100 50 65°C
Sfr303 1 CCGCMGG B - 100 50-75  10-25 10-25 75-100 37 65°C
Sma [ CCC"GGG Y - 0-10 0-10 0-10 0-10 100 25 65°C
Smi [ ATTT "AAAT (6] + 25-50  25-50 100  75-100 25-50 37 65°C
SmiM I CAYNN"NNRTG W - 10-25  10-25 75-100 100 10-25 37 65°C
Sph 1 GCATGC G + 25-50 100  75-100 75-100 50-75 37 65°C
Sse9 I "AATT B * 100 75-100 50-75  50-75 75-100 55 65°C
Ssp I AATMATT K + 75-100 50-75  25-50  50-75 75-100 37 65°C
Taq TACGA Y + 50-75 75-100 75-100 50-75 100 65 80°C
Tru9 I T "TAA A\ - 75-100  25-50  25-50 100 50-75 65 80°C
Tth111I GACNANNGTC Y - 75-100 50-75  10-25 10-25 100 65 80°C
Vne I G*"TGCAC (0] - 10-25  25-50 100 25-50  25-50 37 65°C
Vsp I AT "TAAT W 0-10 10-25  50-75 100 25-50 37 65°C
Xbal TACTAGA (0] + 75-100 75-100 100 50-75  75-100 37 65°C
Xma | Cr"CCGGG Y - 75-100  50-75 0 0-10 100 37 65°C
Zral GACMGTC B - 100 50-75  25-50  25-50 75-100 37 80°C
Zrm | AGT”ACT Y * 50-75  25-50  0-10 0-10 100 37 65°C
Zsp2 1 ATGCANT B + 100 50-75  25-50  25-50  25-50 37 65°C
N-Bst91 GAGTC(4/-) * - 10-25  75-100 100 100 50-75 55 80°C

* - supplied with its own unique reaction buffer that is different from the five standard SE-Buffers.




Enzyme
Aasl
Aatl
Aatll
Absl
Accl
Accll
Acclll
Accl6l
Acc36l
Acc651

AccBII
AccB71
AccBSI
Acil
Acll
AclWI
Acol
Acsl
Acul
Acvl
Acyl
Adel
Afal
Afel
AfIII
Agel
Agsl
Ahalll
Ahdl
AhlI
Ajnl

Alul

AluBI
Alwl
Alw211
Alw261
Alw441
Ama871
Aor51HI
Apal

ApaBI
ApaLl
Apol
Arsl
Ascl
Asel
AsiGI
AsiSI
Aspl
Asp7001
Asp7181

AspA21
AspEI
AspHI
AspLEI

AspS9I
Asul
Asull
AsuC21
AsuHPI
AsuNHI

Artimmun ,-'\l‘..;]ylik GmbH

SE Enzyme
DseDI
Pcel
Aatll
Absl
Fbll
BstFNI
Bspl13I
Accl6l
Acc36l
Acc651
KpnI®
AccBI1I
AccB71
AccBSI
BspACI
Acll
AclWI
Acol
Acsl
Acul
PspCI
BstACI
Dralll
Rsal
Afel
BstAFI
AsiGI
Agsl
Dral
Dril
Ahll
Ajnl
Bst2UIN
Psp6l
Alul
AluBI
AluBI
AclWI
Bbvi2l
BstMAI
Vnel
Amag71
Afel
Apal
PspOMI*
BstAPI®
Vnel
Acsl
Arsl
PalAl
Vspl
AsiGI
AsiSI
Tth1111
MroXI
Acc651
Kpnl”®
AspA21
Dril
Bbv121
AspLEI
BstHHI
HspAI®
AspS91
AspS9I
Bpul4l
AsuC21
AsuHPI
AsuNHI
BmtI®

Enzyme
Aval
Avall
Avalll
Avill
Avrll
Axyl
Ball
BamHI
Banl
Banll
BanlIIl
Barl
Bbel

BbrPI
BbsI
Bbul
Bbvl
BbvIl
Bbv121
Bell
Benl
Beul
Bfil
Bfml
Bfrl
BfrBI
BfuAl
BfuCI

Bgll

Bglll

Binl

Bisl

Binl

Blpl

BlsI
Bmel8I
Bme13901

BmgBI
Bmtl

Bmyl
BoxI
Bpil
Bpml
Bpul0I
Bpul4l
Bpul102I
BpuAl
Bsal
Bsa291
BsaAl
BsaBI
BsaHI
Bsall
BsaMI
Bsc4l
Bsell
Bse8I
Bse2l1l
Bsel 18I
BseAl
BseBI

BseCI
BseDI

Isoschizomers
SE Enzyme || Enzyme SE Enzyme
Ama871 Bse3DI Bse3DI
Bmel8I BseGI BstF5I
Zsp21® BseGlI FokI®
Acclo6l Bsell Bse81
AspA2l BseLl Bsc4l
Bse21l BseMI Bse3DI
Msp201 BseNI Bsell
BamHI BsePI BsePI
AccB11 BseSI BstSLI
FriOl BseXI BstV1I
Bsa291 BseX3I BseX3I
Barl BseYI Gsal
Egel” Bsh12361 BstFNI
Mly1131™ Bsh12851 BstMCI
PspCI BshFI BsuRI
BstV2I Haelll
Sphl BshNI AccB11
BstV1I BshTI AsiGI
BstV2I Bsil Bst2BI
Bbv12l BsiEIl BstMCI
Ksp221 BsiHKAI Bbv121
AsuC2I BsiHKCI Amag871
AhlI BsiSI Hpall
Bmul Mspl
BstSFI BsiWI PspLI
BstAFI BsiYI Bsc4l
Zsp21” Bsll Bsc4l
Acc361 BsIFI BsIFI
BstMBI BsmFI BsIFI®
BstKTI® Bsml Pctl
Kzo91 BsmAI BstMAI
Bgll Bso311 Bso311
Bglll BsoBI Ama871
AclWI BsoMAI BstMAI
Bisl Bspl3I Bspl131
AspA2l Bsp191 Bsp191
Bsp17201 Bsp681 Nrul
BlsI Bsp1061 Bsa291
Bmel81 Bsp1191 Bpul4l
MspROI Bsp1201 PspOMI
BstSCI® Apal®
Btrl Bsp1431 BstMBI
Bmtl Kzo91
AsuNHI* BstKTI"
MhlI Bsp14311 BstH21
BstPAI Bsp12861 MhlI
BstV2I Bsp14071 BstAUI
Bpml Bsp17201 Bsp17201
BpulOI BspACI BspACI
Bpul4l BspANI BsuRI
Bsp17201 Haelll
BstV2I BspCI Ple191
Bso311 BspDI Bsa291
Bsa291 BspEI Bspl131
BstBAI BspFNI BspFNI
Bse8l BspHI Ceil
BstACI BspLI PspN41l
BssECI BspLULII Pcil
Pctl BspMI Acc361
Bsc4l BspMII Bsp131
Bsell BspMAI Pstl
Bse8l BspPI AclWI
Bse211 BspTI BstAFI
Bsell8I BspT1041 Bpul4l
Bsp131 BspT1071 AccBI1I
AjnI* BspTNI Bso311
Bst2UI BspXI Bsa291
Psp6I” Bsrl Bsell
Bsa291 BsrBI AccBSI
BssECI BsrDI Bse3DI

Enzyme
BsrFI
BsrGI
BsrSI
BssAl
BssECI
BssHI
BssHII
BssKI

BssNAI
BssSI
BssT11

Bst6]
Bst981
Bst11071
BstACI
BstAFI
BstAPI
BstAUI
BstBI
Bst2BI
BstBAI
Bst4CI
BstCS8I
BstDEI
BstDSI
BstEIT
BstENI
BstF5I

BstFNI
BstH21
BstHHI

BstKTI

BstMBI

BstMCI
BstMWI
BstNI

BstNSI
BstOI

BstPI
BstPAI
BstSCI

BstSFI
BstSLI
BstSNI
BstUI

Bst2UI

BstV1I
BstV2I
BstXI
BstX2I
BstYI
BstZI
BstZ171
Bsul5I

SE Enzyme
Bsel 181
BstAUI
Bsell
Bsel 181
BssECI
Sfr2741
BsePI
MspROIM
BstSCI
BssNAI
Bst2BI
BssT11
Erhl
Bst6l
BstAFI
BssNAI
BstACI
BstAFI
BstAPI
BstAUI
Bpul4l
Bst2BI
BstBAI
Bst4CI
BstC8I
BstDEI
BstDSI
PspEI
BstENI
BstFSI
FokI®
BstFNI
BstH2I
BstHHI
AspLEI
HspAI*
BstKTI
BstMBI*
Kzo9I"
BstKTI*
BstMBI
Kzo91
BstMCI
BstMWI
AjnI®
Bst2UI
Psp6I”
BstNSI
AjnI®
Bst2UI
Psp6I”
PspEI
BstPAI
BstSCI
MspROIM
BstSFI
BstSLI
BstSNI
BstFNI
AjnI®
Bst2UI
Psp6I”
BstV1I
BstV2I
BstXI
BstX21
BstX21
BseX3I
BssNAI
Bsa291

Enzyme
Bsu361
BsuRI
BsuRI
BsuTUIL
Btgl
Btrl
Bvel
Cac8I
Caull
Cecil
CciNI
Celll
Cfol

Cfrl
Cfr9l

Cfr101
Cfr131
Cfr421
Clal
Cpol
Cspl
Csp6l
Csp451
CspAl
CviAIL

Ddel
Dpnl
Dpnll

Dral
Dralll
DrdI

Dril

Dsal
DseDI
Eael

Eagl
Eam11041
Eam11051
Earl
Ecl13611

EclHKI
EclXI
Eco241
Eco311
Eco32I
Eco471
Eco47111
Eco521
Eco571
Eco721
Eco81I
Eco88I
Eco911
Ecol1051
Eco1301

Ecol471
EcolCRI

EcoNI
Eco0651
EcoRI

SE Enzyme
Bse2ll
BsuRI
Haelll
Bsa291
BstDSI
Btrl
Acc361
BstC8I
AsuC21
Cecil
CciNI
Bsp17201
AspLEI
BstHHI
HspAI®
Acol
Xmal
Smal”
Bsell8I
AspS9I
Sfr3031
Bsa291
Rsr2Il
Rsr2l
Rsal®
Bpul4l
AsiGI
Fael™
Fatl®
BstDEI
Mall
BstMBI
Kzo91
BstKTI?
Dral
Dralll
DseDI
Dril
BstDSI
DseDI
Acol
BseX3I
Bst61
Dril
Bst6l
EcoICRI
Psp124BI*
Dril
BseX31
FriOI
Bso311
EcoRV
Bmel8I
Afel
BseX3I
Acul
PspCI
Bse2ll
Ama871
PspEI
BstSNI
BssT11
Erhl
Pcel
EcoICRI
Psp124BI*
BstENI
PspEI
EcoRI



Enzyme
EcoRII

EcoRV
EcoT141

EcoT221
EcoT38I
Egel

Ehel
Erhl

Espl
Fael
Fail
Fall
Fatl

Faul
FauNDI
Fbal
Fbll
Finl
FnuDII

Fnu4HI
Fokl

FriOl
Fsel
Fspl
Fsp4HI
Funl
Funll
Glal
Glul
Gsal
Gsul
Haell
Haelll

Hapll

Hgal
HgiAl
HgiCI
HgiJll
Hhal

HinlI
Hin6l

HinP11

HinclIl
HindII
HindIIl

Artimmun ,-'\l‘..;]ylik GmbH

SE Enzyme
Ajnl
Bst2UI*
Psp6l
EcoRV
BssT1I
Erhl
Zsp2l1
FriOlL
Egel
Mly1131*
Egel
Mly1131*
BssT11
Erhl
Bsp17201
Fael

Fail

Fall
Fael®
Fatl
Faul
FauNDI
Ksp221
Fbll
BslIFI
BspFNI
BstFNI
Fsp4HI
FokI
BstF5I*
FriOI
Rigl
Accl6l
Fsp4HI
Afel
EcoRI
Glal
Glul
Gsal
Bpml
BstH21
BsuRI
Haelll
Hpall
Mspl
Hgal
Bbv12l
AccBI1I
FriOl
AspLEI
BstHHI
HspAI®
BstACI
AspLEI*
BstHHI®
HspAl
AspLEI®
BstHHI*
HspAl
HindIl
HindII
HindIII

Enzyme
Hinfl
Hpal
Hpall

Hphl
HpyCH4III
HpyF10VI
Hsp921
Hsp921II
HspAl

Ital
Kasl

Kpnl

Kpn2I
Kspl
Ksp221
Ksp6321
KspAl
Kzo091

Lwel
Mabl
Mall
Maml
Mbil
Mbol

Mboll
Merl
Mfel
MAIL
MhlI
Misl
Miul
MIuNI
Mlyl
Mly1131

Mnll
Mph11031
Mrol
MroNI
MroXI
Mscl
Msel

Msll

Mspl

Msp20I
MspAll
MspCI

MspROI

Mstl
Munl
Mval

Isoschizomers

SE Enzyme
Hinfl
Hpal
Hpall
Mspl
AsuHPI
Bst4CI
BstMWI
BstACI
Fatl®
AspLEI*
BstHHI*
HspAlI
Fsp4HI
Egel®
Mly1131™
Kpnl
Acc651t
Bsp13I
Sfr3031
Ksp221
Bst61
Hpal
BstMBI
Kzo91
BstKTI*
StaNI
Mabl
Mall
BseS8I
AccBSI
BstMBI
Kzo91
BstKTI*
Mboll
BstMCI
Mfel
BstX21
MhlI
Msp20I1
Mlul
Msp201
PpsI®
Egel®
Mly1131
Mnll
Zsp2l1
Bspl13I
MroNI
MroXI
Msp201
Trud1
SmiMI
Hpall
Mspl
Msp20I
MspAll
BstAFI
BstSCI®
MspROI
Accl6l
Mfel
AjnI*

Enzyme
Mval

Mval2691
Mvnl
Mwol
Nael

Narl

Necil
Ncol
Ndel
Ndell

NgoMIV
Nhel

Nlalll

NlalV
Notl
Nrul
Nsbl
Nsil
Nspl
NsplII
NspV
NspBII
Pael
PaeR71
Pall

Paul
Pcel
Pcil
PciSI
Pctl
Pdil
PdmlI
Pf12311
PfIBI
PAIFI
PfIMI
Phol

PinAl
Plel
Ple191
PmaCl
Pmll
Ppsl
PpuMI
PpuXI
PshAI
PshBI
Psil
Psp5IL
Psp6l

Psp14061
PspAl

SE Enzyme
Bst2UI
PspoI”
Pctl
BstFNI
BstMWI
MroNI®
Egel®
Mly1131
AsuC21
Bsp191
FauNDI
BstMBI
Kzo91
BstKTI?
MroNI
AsuNHI
BmtI®
Fael
Fatl®
PspN41
CciNI
Nrul
Accl6l
Zsp2l
BstNSI
Ama871
Bpul4l
MspAll
Sphl
Sfr2741
BsuRI
Haelll
BsePI
Pcel
Pcil
PciSI
Pctl
MroNI*
MroXI
PspLI
AccB71
Tth1111
AccB71
BsuRI
Haelll
AsiGI
Ppsl
Ple191
PspCI
PspCI
Ppsl
PspPPI
PspPPI
BstPAI
Vspl
Psil
PspPPI
Ajnl
Bst2UI*
Psp61
Acll
Smal”

Enzyme
PspAl
Psp124BI

PspCI
PspEI
PspGI

PspLI
PspN4l
PspOMI

PspPI
PspPPI
PspXI
Psrl
Pstl
Psul
Psyl
Pvul
Pvull
Rgal
Rigl
Rsal

RsaNI
Rsrll
Rsr21
Sacl

Sacll
Sall
Sapl
Satl
Saul
Sau96l
Sau3Al

Sbfl
Scal
Schl
ScrFI

Sdal
Sdul
Secl
Setl
SexAl
SfaNI
Sfel
Sfel
Sfil
Sfol

Sfr2741
Sfr3031
Sful
Sgfl

SgrBI
Sinl

SE Enzyme
Xmal
EcolCRI®
Psp124BI
PspCI
PspEI
Ajnl
Bst2UI*
Psp6l
PspLI
PspN41
Apal®
PspOMI
AspS9I
PspPPI
PspXI
Psrl

Pstl
BstX21
Tth1111
Ple191
Pvull
Rgal
Rigl
Rsal
RsaNI*
RsaNI
Rsr21
Rsr21
EcolCRI®
Psp124BI
Sfr3031
Sall
PciSI
Fsp4HI
Bse211
AspS91
BstMBI
Kzo91
BstKTI*
Sbfl
Zrml
PpsI®
BstSCI*
MspROI
Sbfl
MhlII
BssECI
Setl
Mabl
SfaNI
BstSFI
BstSFI
Stil
Egel
Mly1131*
Sfr2741
Sfr3031
Bpul4l
AsiSI
Rgal
Sfr3031
Bmel8I

Enzyme
Slal
Smal

Smil
SmiMI
Smul
Snal
SnaBI
SpaHI
Spel
Sphl
Spll
Sse9l
Sse83871
SseBI
Ssil
Sspl
SspBI
Sstl

Stul
Styl

StyD4l
StyD41
Sunl
Swal
Taal
Taq I
Tasl
Tell
Thl
Trull
Tru9l
Tsp5091
Tsp4Cl
TspEI
Tth1111
Van91l
Vnel
VpaK11BI
Vspl
Xagl
Xapl
Xbal
Xcel
Xhol
Xholl
Xmal

Xmalll
XmaClI

Xmall
Xmil
Xmnl
Zhol
Zral

Zrml
Zsp2l

SE Enzyme
Sfr2741
Smal
Xmal”
Smil
SmiMI
Faul
BssNAI
BstSNI
Sphl
AhlI
Sphl
PspLI
Sse9l
Sbfl
Pcel
BspACI
Sspl
BstAUI
EcoIlCRI®
Psp124BI
Pcel
BssT11
Erhl
BstSCI
MspROI*
PspLI
Smil
Bst4CI
Taql
Sse9l
Tth1111
Sfr2741
Tru9l
Tru9l
Sse9l
Bst4CI
Sse9l
Tth111I
AccB71
Vnel
Bmel8I
Vspl
BstENI
Acsl
Xbal
BstNSI
Sfr2741
BstX2I
Smal”
Xmal
BseX3I
Smal”
Xmal
AspA21
Fbll
MroXI
Bsa291
Aatll®
Zral
Zrml
Zsp2l
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Alphabetized List of SE Recognition Sequences

AANCGTT Acl 1 C CGG Msp I GACNNNANNGTC Dri I
A*AGCTT Hind 111 CCANGG MspR9 1 GACNNNNANNGTC DseD I
(8/13)AAGNCTT(13/8) Fall ACCNGG BstSC I (8/13)GAC(N)TTYG(11/6) Ars1
AAT ATT Ssp C CNNGG BssEC 1 (5/4)GACTC Pps
AAATT Sse9 I CCNNNNNANNGG Bsc4 1 (5/1)GAGAC BstMA [
A"CATGT Pcil C*CRYGG BstDS I (5/1)GAGACC Bso31 1
A*CCGGT AsiG [ CCASGG AsuC2 1 GAG"CGG AccBS I
ACCTGC(4/8) Acc36 1 C CTAGG AspA2 GAG"CTC EcolCR I
ACCWGGT Mab I CCTC(7/6) Mnll GAGCTAC Pspl24B I
A*CGCGT Mlu I CC TCGAGG Abs (6/7YGAGG Mnl I
ACNAGT Bst4C 1 CCTGCANGG Sbf I GAGTC(4/5) Pps1
A*CTAGT Ahl 1 CCATNAGC Bpul0 I G*ANTC Hinf 1
ACTGG(1/-1) Bsel [ CCATNAGG Bse2l 1 GATAATC EcoR V
ACTGGG(5/4) Bmu I CCTNNANNNAGG BStEN I G(mA)Y"TC Mal 1
A GATCT Bgl II ACCWGG Psp6 1 AGATC BstMB [
AGC~GCT Afel CCrWGG Bst2U I AGATC Kz09
AGACT Alul C "CWWGG BssT1 I GATAC BstKTI
AG~CT AluB I Cr"CWWGG Erh1 (5/4)GATCC AclW 1
AGG/CCT Pce I CGAT CG Plel9 I (9/5)GATGC SfaN I
AGG*CGG AccBS 1 CGCG BspFN | GATNNANNATC Bse8 I
AGT~ACT Zrm [ CG CG BstFN [ GCAATG(2/0) Bse3D I
ASSTA Set I (5mC)G(3mC)"NG(5mC)G  Glul GCAGC(8/12) BstV11
AT CGAT Bsa29 1 C GGCCG BseX3 1 (8/4)GCAGGT Acc36 1
ATGCA"T Zsp2 1 CG"GWCCG Rsr2 I GCANNNNANTGC BstAP I
ATATAAT Vsp I CGRY"CG BstMC I GCATC(5/9) SfaN [
ATTTAAAAT Smi I C GTACG PspL I GCATG"C Sph1
CCANNNNANTGG AccB7 1 CMG"CKG MspA I (-1/1)GCATTC Pct I
CCANNNNNANTGG BstX I (14/16)CTCCAG Bpm [ G*CCGGC MroN [
CrAATTG Mfe I CATCGAG Sfr274 1 GCCNNNNANGGC Bgl I
C*ACGAG Bst2B 1 C*TCGTG Bst2B 1 GCGAT~CGC AsiS 1
CACAGTC Bir [ CTCTTC(1/4) Bst6 | GCGATACGC Rga I
CACGTG PspC I CTGAAG(16/14) Acu I G CGC HspA I
CACNNN/GTG Dra III CTGCANG Pst 1 GCG C AspLE I
CAGCTG Pvull CTGGAG(16/14) Bpm I GCG C BstHH I
CA’TATG FauND [ CATNAG BstDE I G"CGCGC BseP I
(13/9)CATCC Fok I C "TRYAG BstSF 1 (-1/-3)GCGG BspAC |
(0/2)CATCC BstF5 1 C TTAAG BstAF I GC*GGCCGC CciN I
CATG” Fae (14/16)CTTCAG Acul (6/4)GCGGG Fau I
ACATG Fat [ C YCGRG Ama87 1 (10/5)GCGTC Hga I
(0/2)CATTGC Bse3D 1 (7/12)GAAC(N),TAC(12/7) Psr1 GCANGC Fsp4H 1
CAYNN/ANNRTG SmiM I GAAGAC(2/6) BstV2 I G(5mC)* G(5mC) Glal
(-1/1)CCAGT Bsel I (4/1)GAAGAG Bst6 G(5mC)"NGC Bis I
CCANNNNANTGG AccB7 1 (4/1)GAAGAGC PciS I G(5mC)NAGC Bls I
C CATGG Bspl9 1 (7/12)GAAG(N)sTAC(12/7) Barl GCNANGC BstC8 I
CCCAG"C Gsal GAANNANNTTC MroX I GCNNNNNANNGC BstMW [
(4/5)CCCAGT Bmu I GAATGC(1/-1) Pct 1 G CTAGC AsuNH 1
CCCGC(4/6) Fau I G*AATTC EcoR I GCTAG”C Bmt [
CCC GGG Sma I GACGC(5/10) Hgal GCTCTTC(1/4) PciS I
C CCGGG Xma [ GACGT/C Aat 11 (12/8)GCTGC BstV1 1
CCGC(-3/-1) BspAC I GAC GTC Zral G "CTGGG Gsal
CCGACCT AccBS 1 GAC GTG Bir I GC~TNAGC Bst1720 1
CCGC GG Sfr303 1 GACNANNGTC Tth111 1 GC TNAGG Bpul0 I
C CGG Hpa II GACNNANNGTC BstPA I GDGCH”C Mhl I
R=AorG W=AorT S=GorC V=AorCorG
K=GorT M=AorC Y=TorC B=CorGorT

D=AorGorT H=AorCorT N=AorCorGorT
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SibEnzyme"

Alphabetized List of SE Recognition Sequences

GGATC(4/5)
G"GATCC
GGATG(2/0)
GGATG(9/13)
GG~ CC
GGCC
GGCCGGACC
GGCCNNNNANGGCC
GG"CGCC
GGC GCC
GG"CGCGCC
GGGAC(10/14)
G"GGCCC
GGGCCAC
G"GNCC
GGNANCC
G"GTACC
GGTAC"C
GGTCTC(1/5)
GGTGA(8/7)
G"GTNACC
G"GWCC

R=AorG
K=GorT

AclW I G "GYRCC AccBI1 I
BamH I GKGCM"C BstSL 1
BstF5 1 GR"CGYC BstAC I
Fok I GRGCY"C FriO 1
BsuR I GT~NAC Rsa I
Hae III G"TAC RsaN I
Rig I (7/12)GTA(N),CTTC(12/7)  Barl
Sfi 1 (7/12)GTA(N)(GTTC(12/7)  Psr1
Mlyl113 1 GTATAC BssNA 1
Egel (14/10)GTCCC BsIF I
PalA 1 G "TCGAC Sal I
BslF I GTCTC(1/5) BstMA 1
PspOM I (6/2)GTCTTC BstV2 I
Apal G"TGCAC Vne 1
AspS9 1 GT"MKAC Fbl 1
PspN4 1 GTT "AAC Hpal
Acc65 1 GTY"RAC Hind II
Kpn I GWGCW"C Bbv12 1
Bso31 1 RMNAATTY Acs 1
AsuHP 1 RCATGNY BstNS 1
PspE I R*"CCGGY Bsell8 1
Bmel8 1 RM"GATCY BstX2 1
W=AorT S=GorC
M=AorC Y=TorC

D=AorGorT

H=AorCorT

RGCGCNY
RG"GWCCY
TACMGTA
(7/8)TCACC
T"CATGA
TA"CCGGA
T*"CGA
TCG"NCGA
T"CTAGA
T"GATCA
TGC "GCA
TGG"CCA
T"GTACA
T "TAA
TTATAA
TT"CGAA
TTS"AA
TTTAAA
VC"TCGAGB
YACMGTR
YATR
Y*GGCCR

V=AorCorG

B=CorGorT

N=AorCorGorT

BstH2 I
PspPP I
BstSN I
AsuHP I
Ceil
Bspl31
Taq 1
Nru I
Xba I
Ksp22 1
Accl61
Msp20 1
BstAU I
Tru9 1
Psil
Bpul4 I
Ags1
Dra I
PspX I
BstBA 1
Fail
Acol



